The mapping population is an F6 recombinant inbred population derived from a cross between rice (Oryza sativa) varieties Bala and Azucena. 205 lines were evaluated, using a LOD threshold of 3.0. The map now contains 102 (RGP and Cornell) RFLP, 35 AFLP and 17 microsatellites markers. The original  version of the map was published in Price et al. (2000) TAG 100:49-56 (2000). To date the population has been used to identify QTLs for root penetration ability (Price et al. 2000, TAG 100:49-56), root morphological traits (Price et al. 2002, Field Crops Research 76: 25-43) and drought avoidance in the field (Price et al. 2002 Plant Molecular Biology 48: 683-695). 

The map as produced in mapmaker is given below.  Note:

1/ Here are presented the distance between markers (3rd column) and the distance from the top of the chromosome.  

2/ Chromosome 12 is split into two linkage groups (12t and 12b). 

3/ AFLP markers are named by the EcoR1 primer (e.g. E12) followed by the Mse primer (e.g. M36) followed by a full stop and a number representing the order of the polymorphic bands from the top of the gel; e.g. E18M43.7 was the 7th polymorphic band from the top of the gel using the EcoR1 primer 18 and Mse primer 43. 

4/ Two gaps exceed the 40 cM threshold (on chromosomes 2 and 6) but these markers are linked due to reasonably high LOD scores and known marker positions.
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