Rice mutant database

1. Name: 
abbreviated symbol (evidence)

2. Gramene ID:
 unique identifier(evidence)

3. Description: 
a text defining the mutant (maximum two sentences) (evidence)

4. Synonym:
 we may not need to categorize as following, instead we have only one column where the synonyms start with rice followed by other grasses/monocots/Arabidopsis (evidence)

a. From rice

b. From other crops(start with the closest relative among grasses and if possible include Arabidopsis)

5. Key words

6. Picture: 
jpeg format (evidence)

7. Plant trait ontology: 
give several GO nos (evidence)

8. Plant morphology: 
give several GO nos (evidence)

9. Plant anatomy: 
give several GO nos (evidence)

10. Gene ontology (evidence)

a. Molecular function

b. Biological process

11. Linkage map information (evidence)

a. Related gene and QTL

b. Allele

c. Chromosome no.

i. Location on chromosome (cM)

d. Linked marker(s) (if any)

e. Sequence information (if any)

12. Comparative map information: 
give unique identifier from different crops (Should we have unique identifier for each crop in Gramene or we take the identifier from publication/respective database?) Can we provide links to databases? (evidence)

13. Mutagenesis type:
 PJ will try to give the GO ID (evidence)

14. Germplasm information: 
IRIS Ac no. And web link to IRIS (evidence)

15. List of references: 
a combined list of all the above evidences. Can be done by parsing !

16. Comments field: 
a simple text if any ?

17. Curator’s name: 
ID of person validating the entry 

